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The lipid cubic phase (in meso) method for crystallizing membrane proteins has to its credit close to 700 structure 
records in the Protein Data Bank. Progress in applying the method reflects innovations that relate to protein 
enrichment, direct biophysical and biochemical characterization and refolding in the mesophase and in situ data 
collection at X-ray synchrotrons and free electron lasers using microcrystals. These varied methods will be 
reviewed and examples will be provided where they have contributed to the determination of high-resolution 
crystal structures of membrane integral enzymes, receptors, transporters and carriers with insights into 
mechanism of action and the prospect of drug discovery. 
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