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Because both RNA and DNA carry large negative charge, interaction with oppositely charged partners is required for folding to 

functional structures.  For example, counterions fold RNA and condense DNA. Despite these important roles, ion detection remains 

elusive. I describe the application of anomalous SAXS methods that highlight the contribution to the scattering signal arising from 

counterions [1].  In addition to measuring ion distribution, we also count the number of excess ions surrounding a nucleic acid 

structure [2,3]. Taken together, measurements of ion number and spatial distribution provide an understanding of the relationship 

between counterions and nucleic acid structure.  Present ASAXS work in the Pollack lab is supported by the NIH through grants R01 

GM085062 and R01 GM099450.  
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